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Original

The persistence length Ip was estimated from

In = 3R%g /Rmax,[13] Where Rmax is the chain contour length, to be
7.7 nm and 9.3 nm or roughly 12 and 14 monomers, respectively,
for the 0 %- and 10 %-defect polymers with Nmon = 1000.

Altered version 1: Author’s version

The persistence length Ip was estimated from

In + 3R% /=Rmax,[13] Where Rmax is the chain contour length, to be
9.3 nm and 7.7 nm or roughly 14 and 12 monomers, respectively,
for the 0 %- and 10 %-defect polymers with Nmon = 1000.

Altered version 2

The persistence length Ip was estimated from

In = 3R%g /Rmax,[13] Where Rmax is the chain contour length, to be

9.3 nmand 7.7 nm (or roughly 14 and 12 monomers)

for the 0 %- and 10 %-defect polymers, respectively, with Nmon = 1000.



